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NGS Fast DNA Library Prep Set for Illumina
AR P AREDNA R B A& (I11umina)

WHS: N665633
RIESAE: —20°CIRAIE, TUKSH.
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Component N665633-24TN665633-96T
End Prep Enzyme Mix 481 19211
10X End Repair Reaction Buffer 200p1l 800 u 1
T4 DNA Ligase 48 n 1 192u1
T4 DNA Ligase Buffer 400 u 1 2X800u1
2XHiFidelity PCR Mix 600 b 1 2X1. 2ml
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2/ 4053 b 15 FIDNASL %

DNAiREE AdaptoriZEiE ﬁﬁ,a\,d,fgtg orfz PCRY 12 PCRE=¥I4EH
(~50min) (~15min) lﬁx&@q{‘ (~15min) (30min)
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AR R

10 XEnd Repair Reaction Buffer 6.5p1

End Prep Enzyme Mix 2ul
fragmented DNA X (bng-1wg)
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3.8 LIAPCRE B TPCRAX Y, AGEFTIF, SNMAEFUT:

15min @ 12°C
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20min @ 72°C

Hold on 4°C
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Bl N BRI EET L Sml B0 T, IEFE R TR

R AEFER .

6. [ _EiE TR N 2511 VRS 5 IRICMPure, IR IEE %5 G IR B 5 /4.
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IR R i [8]
AR T 98°C 30s
A 98°C 10s
B 65C 30s }’ 6-16M A3
SEAH 72°C 30s
2L Qi 72°C 5min
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SRS ACRE | AU 45 28 3| 7% S SEDNA S 1S
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Kl1: Agilent 2100 Bioanalyzer X JFE/Hras H
L: DNA Ladder;
S: fFFH200ng NJE R HDNARY ST PE, WA BRIEAT i R MU S 45 2R .

SRS
5" —AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCC GATCT [Target

Sequence] AGATCGGAAGAGCACACGTCTGAACTCCAGTCACNNN NNNATCTCGTATGCCGTCTTCTGCTTG-3’
NNNNNN: index, 6bases
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